Abstract: Simulated-microgravity (SMG) promotes cell-apoptosis. We demonstrated that SMG inhibited cell proliferation/metastasis via FAK/RhoA-regulated mTORC1 pathway. Since mTORC1, NF-κB, and ERK1/2 signaling are important in cell apoptosis, we examined whether SMG-enhanced apoptosis is regulated via these signals controlled by FAK/RhoA in BL6-10 melanoma cells under clinostat-modelled SMG-condition. We show that SMG promotes cell-apoptosis, alters cytoskeleton, reduces focal adhesions (FAs), and suppresses FAK/RhoA signaling. SMG down-regulates expression of mTORC1-related Raptor, pS6K, pEIF4E, pNF-κB, and pNF-κB-regulated Bcl2, and induces relocalization of pNF-κB from the nucleus to the cytoplasm. In addition, SMG also inhibits expression of nuclear envelope proteins (NEPs) lamin-A, emerin, sun1, and nesprin-3, which control nuclear positioning, and suppresses nuclear positioning-regulated pERK1/2 signaling. Moreover, rapamycin, the mTORC1 inhibitor, also enhances apoptosis in cells under 1 g condition via suppressing the mTORC1/NF-κB pathway. Furthermore, the FAK/RhoA activator, toxin cytotoxic necrotizing factor-1 (CNF1), reduces cell apoptosis, restores the cytoskeleton, FAs, NEPs, and nuclear positioning, and converts all of the above SMG-induced changes in molecular signaling in cells under SMG. Therefore, our data demonstrate that SMG reduces FAs and alters the cytoskeleton and nuclear positioning, leading to enhanced cell apoptosis via suppressing the FAK/RhoA-regulated mTORC1/NF-κB and ERK1/2 pathways. The FAK/RhoA regulatory network may, thus, become a new target for the development of novel therapeutics for humans under spaceflight conditions with stressed physiological challenges, and for other human diseases.
Introduction
The spaceflight environment, containing many physical and psychological stress factors, severely affects human physiology and health [1] . One of the physiological stress factors is microgravity, which has been demonstrated to promote cell apoptosis [2] [3] [4] . Apoptosis is a cell-programmed death with characteristics of cell shrinkage, chromatin condensation, nuclear collapse and fragmentations, and cytoplasmic blebbing leading to the formation of apoptotic bodies [5] . It has been shown that multiple pathways regulate the formation of cell apoptosis, including the mammalian target of rapamycin complex (mTORC), nuclear factor-kappa B (NF-κB), extracellular signal-regulated kinase-1/2 (ERK1/2), and P53/PUMA [6] .
The cytoskeleton, a cellular structural scaffold, functions in maintaining the cell shape, providing an intracellular transport system, regulating cell migration, and controlling cell survival [7] . The eukaryotic cytoskeleton is composed of intermediate filaments, actin filaments, and microtubules. Cell surface integrins and intracellular cytoskeleton interact with the extracellular matrix at cellular membrane sites, termed focal adhesions (FAs) [8] . The integrin-binding molecules, such as talin, vinculin, and paxillin, recruit focal adhesion kinase (FAK) to the site of focal adhesions to form focal adhesion complexes (FACs), which also comprise another group of the ras homolog gene (Rho) family GTPases [9] . The Rho family members, including Rho family member-A (RhoA), cell division-control protein-42 (Cdc42), and ras-related C3 botulinum-toxin substrate-1 (Rac1), control the function of actin-binding proteins function to form higher-order structures, such as stress fibers (actin/myosin bundles), lamellipodia (membrane ruffles at the leading edge), and filopodia (membrane protrusion) [10] . In addition, the Rho family members also control some molecular signaling such as the mTORC1 [11] [12] [13] . Signaling FAK and RhoA have also been found to protect cells from apoptosis and mediate cell survival [14, 15] .
Nuclei, though often localized in the center of cells, are sometimes positioned asymmetrically depending upon the status of cell differentiation and migration, as well as the stage of cell cycling [16] . The molecular toolbox elements controlling nuclear positioning include cytoskeleton and nucleoskeleton, as well as nuclear envelope protein complexes (NEPCs) [16] . Nuclear positioning has been shown to affect cytoplasmic signaling and influence the nucleus to access signaling pathways, such as RhoA and ERK1/2 pathways [17, 18] .
Simulated microgravity (SMG), a ground-based method developed to mimic the gravitational conditions that exist in space, was reported to alter cytoskeleton structures [13, [19] [20] [21] and induce cell apoptosis via up-and down-regulated expression of pro-apoptosis and anti-apoptosis molecules [3, 4] . We previously applied a random positional machine modeling SMG to investigate SMG's effect on cell apoptosis and its underlying molecular mechanism [2] . We demonstrated that SMG altered cytoskeleton and promoted cell apoptosis through suppressing NF-κB pathway leading to up-and down-regulated pro-apoptosis (caspases 3, 7, 8) and anti-apoptosis (Bcl2 and Bnip3) molecules, respectively [2] . However, the up-stream molecules regulating the NF-κB-regulated anti-apoptosis effect in cells under SMG condition is still unclear. We have recently demonstrated that SMG reduced Fas, leading to reduced cell proliferation, invasiveness, and metastasis via inhibition of the FAK/RhoA-regulated mTORC1 pathway [22] .
In this study, we investigated SMG's effects on the cytoskeleton structure and formation of FAs. We also examined a potential molecular mechanism regulating the SMG-induced cell apoptosis through studying the cytoskeleton structure, Fas, and expression of signaling molecules in FAs, such as FAK and Rho family proteins (RhoA, Rac1, and Cdc42) and mTORC1 pathway molecules, such as S6 kinase (S6K) and eukaryotic initiation factor-4E (EIF4E) in cells under SMG. In addition, we further assessed SMG's effect on nuclear positioning through examining the expression of NEPCs in cells under SMG by fluorescence microscopy and Western blotting analyses. We found that SMG reduced FAs and altered the cytoskeleton and nuclear positioning, leading to enhanced cell apoptosis via suppressing FAK/RhoA-controlled mTORC1/NF-κB and ERK1/2 pathways.
Results

Simulated Microgravity Promotes Cell Apoptosis
Previous reports from our own or other laboratories demonstrated that SMG promotes cell apoptosis [2] [3] [4] . In this study, we analyzed B16 melanoma BL6-10 cell apoptosis in cells under SMG using an apoptosis kit, and observed apoptotic cells in late stage that were positive for both Annexin V and propidium iodide (PI) (Figure 1 ). Under SMG (µg) conditions 4.5% the cells were apoptotic, which is significantly more than the 1.7% observed under 1 g conditions (Figure 1 ), thus indicating that SMG promotes BL6-10 cell apoptosis.
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Previous reports from our own or other laboratories demonstrated that SMG promotes cell apoptosis [2] [3] [4] . In this study, we analyzed B16 melanoma BL6-10 cell apoptosis in cells under SMG using an apoptosis kit, and observed apoptotic cells in late stage that were positive for both Annexin V and propidium iodide (PI) (Figure 1 ). Under SMG (µg) conditions 4.5% the cells were apoptotic, which is significantly more than the 1.7% observed under 1 g conditions (Figure 1 ), thus indicating that SMG promotes BL6-10 cell apoptosis. Figure 1 . Simulated microgravity induces BL6-10 cell apoptosis. BL6-10 tumor cells cultured underground condition (1 g) and SMG (µg) for 24 h were stained with Annexin V-FITC and propidium iodide (PI), and then analyzed by flow cytometry. Data represent the mean ± SD of three independent experiments. * p< 0.05 versus different groups.
Simulated Microgravity Alters the Cytoskeleton Structure and Inhibits Expression of F-Actin and FActin-Binding Protein
Morphological changes of the apoptotic cell are mediated by several proteins of the cytoskeleton. Previous reports from our own or other laboratories demonstrated that SMG alters cytoskeleton structures [2, 13, 19, 20, 22] . BL6-10 cells growing on the surface of culture chamber slides under 1 g conditions displayed flat and irregular morphology, while they became thick and rounded in shape and aggregated into clusters under SMG (Figure 2A(a,b) ), indicating that their cytoskeleton structures may be altered under SMG. To assess the cytoskeleton alteration triggered by SMG, we stained cells with FITC-labeled phalloidin for the measurement of microfilaments. Cells under 1 g conditions showed an even distribution of staining, abundant lamellipodia, stress fibers, and filopodia, while cells under SMG showed a dramatic decrease in lamellipodia and stress fibers (Figure 2A(c,d) ), which is consistent with our previous report [2] . These data further validate that SMG alters the cytoskeleton structure. F-actin filamin-A and F-actin-binding proteins (ABPs) such as TM1, are key components of actin filaments, and have been found to regulate cell apoptosis [23] . We, therefore, assessed the effect of SMG on the expression of ABPs by Western blotting analysis using anti-filamin-A and anti-TM1 antibodies. We observed that expression levels of filamin-A and TM1 Figure 1 . Simulated microgravity induces BL6-10 cell apoptosis. BL6-10 tumor cells cultured underground condition (1 g) and SMG (µg) for 24 h were stained with Annexin V-FITC and propidium iodide (PI), and then analyzed by flow cytometry. Data represent the mean ± SD of three independent experiments. * p< 0.05 versus different groups.
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Morphological changes of the apoptotic cell are mediated by several proteins of the cytoskeleton. Previous reports from our own or other laboratories demonstrated that SMG alters cytoskeleton structures [2, 13, 19, 20, 22] . BL6-10 cells growing on the surface of culture chamber slides under 1 g conditions displayed flat and irregular morphology, while they became thick and rounded in shape and aggregated into clusters under SMG (Figure 2A(a,b) ), indicating that their cytoskeleton structures may be altered under SMG. To assess the cytoskeleton alteration triggered by SMG, we stained cells with FITC-labeled phalloidin for the measurement of microfilaments. Cells under 1 g conditions showed an even distribution of staining, abundant lamellipodia, stress fibers, and filopodia, while cells under SMG showed a dramatic decrease in lamellipodia and stress fibers (Figure 2A(c,d) ), which is consistent with our previous report [2] . These data further validate that SMG alters the cytoskeleton structure. F-actin filamin-A and F-actin-binding proteins (ABPs) such as TM1, are key components of actin filaments, and have been found to regulate cell apoptosis [23] . We, therefore, assessed the effect of SMG on the expression of ABPs by Western blotting analysis using anti-filamin-A and anti-TM1 antibodies. We observed that expression levels of filamin-A and TM1 were down-regulated and up-regulated, respectively, in cells under SMG than that in cells under 1 g conditions ( Figure 2B ), suggesting that these molecules may play a role in SMG-mediated cytoskeletal changes. were down-regulated and up-regulated, respectively, in cells under SMG than that in cells under 1 g conditions ( Figure 2B ), suggesting that these molecules may play a role in SMG-mediated cytoskeletal changes. The cells were also stained with FITC-phalloidin (green) and analyzed by light microscopy and fluorescence microscopy. Panels (a,b) using 10× magnification; panels (c,d) using 40× magnification; (B) Lysates prepared from BL6-10 cells cultured for three days at 1 g or µg were subjected to SDS-PAGE analysis. Proteins were transferred onto PVDF membranes and blotted with the indicated antibodies. Western blot band signals were quantified by chemiluminescence. Densitometric values were normalized to matching GAPDH controls. Data represent the mean ± SD. * p < 0.05 versus different groups. One representative experiment of three is shown.
Simulated Microgravity Reduces Focal Adhesions and Inhibits FAK and RhoA Signaling
Since integrin-binding proteins, which recruit FAK to focal adhesions, are a part of cellular FAs [9] , we investigated the effect of SMG on the integrity of integrin-binding proteins. We stained cells grown on slides coated with integrin ligand fibronectin under SMG with anti-integrin-binding protein paxillin antibody, followed by examination of the cells by fluorescence microscopy to assess the formation of cell FAs. We found that the total number of FAs was substantially reduced in cells under SMG in comparison with control cells under 1 g conditions ( Figure 3A ). These data indicate that SMG dramatically reduces formation of cellular focal adhesions. FAK is a cytoplasmic tyrosine kinase involved in integrin-mediated signaling and colocalizes with integrins in focal contacts. FAK activation (indicated by phosphorylation at Tyr 397) has been shown to regulate integrins binding to their extracellular ligands. We, therefore, assessed the effect of SMG on FAK activity. We performed Western blotting analysis using cell lysates and anti-FAK and anti-pFAK (Y397) antibodies. We found The cells were also stained with FITC-phalloidin (green) and analyzed by light microscopy and fluorescence microscopy. Panels (a,b) using 10× magnification; panels (c,d) using 40× magnification; (B) Lysates prepared from BL6-10 cells cultured for three days at 1 g or µg were subjected to SDS-PAGE analysis. Proteins were transferred onto PVDF membranes and blotted with the indicated antibodies. Western blot band signals were quantified by chemiluminescence. Densitometric values were normalized to matching GAPDH controls. Data represent the mean ± SD. * p < 0.05 versus different groups. One representative experiment of three is shown.
Since integrin-binding proteins, which recruit FAK to focal adhesions, are a part of cellular FAs [9] , we investigated the effect of SMG on the integrity of integrin-binding proteins. We stained cells grown on slides coated with integrin ligand fibronectin under SMG with anti-integrin-binding protein paxillin antibody, followed by examination of the cells by fluorescence microscopy to assess the formation of cell FAs. We found that the total number of FAs was substantially reduced in cells under SMG in comparison with control cells under 1 g conditions ( Figure 3A ). These data indicate that SMG dramatically reduces formation of cellular focal adhesions. FAK is a cytoplasmic tyrosine kinase involved in integrin-mediated signaling and colocalizes with integrins in focal contacts. FAK activation (indicated by phosphorylation at Tyr 397) has been shown to regulate integrins binding to their extracellular ligands. We, therefore, assessed the effect of SMG on FAK activity. We performed Western blotting analysis using cell lysates and anti-FAK and anti-pFAK (Y397) antibodies. We found that the active form of FAK, FAK pY397, was significantly reduced in cells under SMG (1µg), though its FAK expression maintained at the same level as cells under 1 g conditions ( Figure 3B ). Rho family molecules, including RhoA, Rac1, and Cdc42, are key regulators of cellular morphogenesis and cell polarity mainly through their effects on the cytoskeleton. To determine any functional link between SMG and Rho family molecules, we assessed the effect of SMG on the expression of Rho family proteins by Western blotting analysis using antibodies against RhoA, Rac1, and Cdc42. We showed that SMG induces the down-regulation of RhoA, Rac1, and Cdc42 ( Figure 3B ). We further assessed the effect of SMG on RhoA activity, using a G-LISA RhoA Activation Assay Biochem kit. We observed that RhoA activity was significantly reduced in SMG-treated cells compared to that in cells under 1 g conditions ( Figure 3C ). Together, our data indicate that SMG promotes the inhibition of both FAK and RhoA signaling events. that the active form of FAK, FAK pY397, was significantly reduced in cells under SMG (1µg), though its FAK expression maintained at the same level as cells under 1 g conditions ( Figure 3B ). Rho family molecules, including RhoA, Rac1, and Cdc42, are key regulators of cellular morphogenesis and cell polarity mainly through their effects on the cytoskeleton. To determine any functional link between SMG and Rho family molecules, we assessed the effect of SMG on the expression of Rho family proteins by Western blotting analysis using antibodies against RhoA, Rac1, and Cdc42. We showed that SMG induces the down-regulation of RhoA, Rac1, and Cdc42 ( Figure 3B ). We further assessed the effect of SMG on RhoA activity, using a G-LISA RhoA Activation Assay Biochem kit. We observed that RhoA activity was significantly reduced in SMG-treated cells compared to that in cells under 1 g conditions ( Figure 3C ). Together, our data indicate that SMG promotes the inhibition of both FAK and RhoA signaling events. BL6-10 cells were cultured in medium of chamber slides for one day under ground conditions (1 g) or SMG (µg). The cells were stained with anti-paxillin (green) and anti-vinculin (red) antibodies followed by observation under a fluorescence microscope using 40× objectives (formation of cellular focal adhesions (a,c), arrows); (B) Western blotting analysis. Lysates were harvested from BL6-10 cells cultured for three days under 1 g or µg and subjected to SDS-PAGE analysis. Proteins were transferred onto PVDF membranes. Blots were stained with various antibodies and analyzed by chemiluminescence. Bands were qualified using Imaging Lab software (Bio-Rad). Densitometric values were normalized to the GAPDH control; (C) RhoA activity analysis. BL6-10 cells (three days) under 1 g and µg were subjected to RhoA activity assay by using a G-LISA RhoA Activation Assay Biochem kit. Data represent the mean ± SD of three independent experiments. * p < 0.05 versus different groups. One representative experiment of two is shown. (A) BL6-10 cells were cultured in medium of chamber slides for one day under ground conditions (1 g) or SMG (µg). The cells were stained with anti-paxillin (green) and anti-vinculin (red) antibodies followed by observation under a fluorescence microscope using 40× objectives (formation of cellular focal adhesions (a,c), arrows); (B) Western blotting analysis. Lysates were harvested from BL6-10 cells cultured for three days under 1 g or µg and subjected to SDS-PAGE analysis. Proteins were transferred onto PVDF membranes. Blots were stained with various antibodies and analyzed by chemiluminescence. Bands were qualified using Imaging Lab software (Bio-Rad). Densitometric values were normalized to the GAPDH control; (C) RhoA activity analysis. BL6-10 cells (three days) under 1 g and µg were subjected to RhoA activity assay by using a G-LISA RhoA Activation Assay Biochem kit. Data represent the mean ± SD of three independent experiments. * p < 0.05 versus different groups. One representative experiment of two is shown.
Simulated Microgravity Suppresses the mTORC/NF-κB Pathway
Since RhoA regulates the conserved signaling the mTORC1 pathway [11, 24] , we then investigated whether SMG affects the mTORC pathway by assessing the expression of mTORC1-comprising molecule Raptor and mTORC1-regulated molecules, such as S6K and EIF4E [25] , as well as mTORC2-comprising molecule Rictor. Interestingly, we found that SMG suppressed the expression of Raptor, pS6K (S235), and Rictor ( Figure 4A ). Since the mTORC1 regulates NF-κB-mediated cell apoptosis via up-regulation of anti-apoptosis Bcl2 molecule [26] , we also assessed the expression of these molecules in cells under SMG. We found that SMG down-regulated expression of pNF-κB (S337) and Bcl2 ( Figure 4B ), and switched cellular localization of FITC-pNF-κB (S337) (green) from the nucleus (DAPI, blue) to the cytoplasm in cells under SMG by confocal microscopic analysis ( Figure 4C ). 
Since RhoA regulates the conserved signaling the mTORC1 pathway [11, 24] , we then investigated whether SMG affects the mTORC pathway by assessing the expression of mTORC1-comprising molecule Raptor and mTORC1-regulated molecules, such as S6K and EIF4E [25] , as well as mTORC2-comprising molecule Rictor. Interestingly, we found that SMG suppressed the expression of Raptor, pS6K (S235), and Rictor ( Figure 4A ). Since the mTORC1 regulates NF-κB-mediated cell apoptosis via up-regulation of anti-apoptosis Bcl2 molecule [26] , we also assessed the expression of these molecules in cells under SMG. We found that SMG down-regulated expression of pNF-κB (S337) and Bcl2 ( Figure 4B ), and switched cellular localization of FITC-pNF-κB (S337) (green) from the nucleus (DAPI, blue) to the cytoplasm in cells under SMG by confocal microscopic analysis ( Figure 4C ). Lysates prepared from BL6-10 cells cultured for two days at 1 g or µg were subjected to SDS-PAGE analysis. Proteins were transferred onto PVDF membranes and blotted with indicated antibodies. Western blot band signals were quantified by chemiluminescence. Densitometric values were normalized to matching GAPDH controls. Data represent the me an ± SD of three independent experiments; (C) BL6-10 cells cultured for three days at 1 g or µg in a Lab-Tek1 II Chamber Slide TM System were fixed with paraformaldehyde, and subsequently incubated with anti-p-NF-κB (S337) (green) antibody and then incubated with FITC-labeled goat-anti-rabbit secondary antibody. Slides were covered using Prolong Gold Antifade Reagent with DAPI (blue) and observed by confocal microscopy. Panels (a,b) using 20× magnification; panels (c,d) using 50× magnification. * p < 0.05 versus different groups. One representative experiment of three is shown. Lysates prepared from BL6-10 cells cultured for two days at 1 g or µg were subjected to SDS-PAGE analysis. Proteins were transferred onto PVDF membranes and blotted with indicated antibodies. Western blot band signals were quantified by chemiluminescence. Densitometric values were normalized to matching GAPDH controls. Data represent the me an ± SD of three independent experiments; (C) BL6-10 cells cultured for three days at 1 g or µg in a Lab-Tek1 II Chamber Slide TM System were fixed with paraformaldehyde, and subsequently incubated with anti-p-NF-κB (S337) (green) antibody and then incubated with FITC-labeled goat-anti-rabbit secondary antibody. Slides were covered using Prolong Gold Antifade Reagent with DAPI (blue) and observed by confocal microscopy. Panels (a,b) using 20× magnification; panels (c,d) using 50× magnification. * p < 0.05 versus different groups. One representative experiment of three is shown.
Rapamycin Inhibits the mTORC1/NF-κB Pathway Leading to Enhanced Apoptosis in Cells under 1 g Conditions
Since rapamycin inhibits the mTORC1/NF-κB pathway [26, 27] , we performed experiments to assess whether rapamycin mimics the effect of SMG on the promotion of cell apoptosis via suppression of the mTORC1/NF-κB pathway. We found that administration of rapamycin inhibited pS6K (S235) and pNF-κB (S337) (Figure 5A ), switched the cellular localization of FITC-pNF-κB (S337) (green) from the nucleus (DAPI, blue) to the cytoplasm ( Figure 5B ), and increased apoptosis in cells under 1 g conditions ( Figure 5C ), thus confirming that SMG-induced inhibition of the mTORC1/NF-κB pathway promotes cell apoptosis.
Since rapamycin inhibits the mTORC1/NF-κB pathway [26, 27] , we performed experiments to assess whether rapamycin mimics the effect of SMG on the promotion of cell apoptosis via suppression of the mTORC1/NF-κB pathway. We found that administration of rapamycin inhibited pS6K (S235) and pNF-κB (S337) (Figure 5A ), switched the cellular localization of FITC-pNF-κB (S337) (green) from the nucleus (DAPI, blue) to the cytoplasm ( Figure 5B) , and increased apoptosis in cells under 1 g conditions ( Figure 5C ), thus confirming that SMG-induced inhibition of the mTORC1/NF-κB pathway promotes cell apoptosis. Proteins were transferred onto PVDF membranes. Blots were stained with various antibodies and analyzed by chemiluminescence. Bands were qualified using Imaging Lab software (Bio-Rad). Densitometric values were normalized to the GAPDH control. Data represent the mean ± SD of three independent experiments; (B) Confocal microscopy analyses. BL6-10 cells cultured for two days under 1 g or 1 g +rapamycin were observed by confocal microscopy. Panels (a,b) using 20× magnification; panels (c,d) using 50× magnification. One representative experiment of three is shown; (C) BL6-10 tumor cells cultured under ground conditions (1 g) and SMG (µg) for 24 h were stained with Annexin V-FITC and propidium iodide (PI), and then analyzed by flow cytometry. Data represent the mean ± SD of three independent experiments. * p < 0.05 versus different groups.
Simulated Microgravity Reduces Nuclear Positioning and Down-Regulated ERK1/2 Pathway
As mentioned earlier, nuclear positioning has been shown to be regulated by various factors, including the cytoskeleton and nucleoskeleton and nuclear envelope protein complexes [16] . Lysates were harvested from BL6-10 cells cultured for three days under 1 g or 1 g +rapamycin and subjected to SDS-PAGE analysis. Proteins were transferred onto PVDF membranes. Blots were stained with various antibodies and analyzed by chemiluminescence. Bands were qualified using Imaging Lab software (Bio-Rad). Densitometric values were normalized to the GAPDH control. Data represent the mean ± SD of three independent experiments; (B) Confocal microscopy analyses. BL6-10 cells cultured for two days under 1 g or 1 g +rapamycin were observed by confocal microscopy. Panels (a,b) using 20× magnification; panels (c,d) using 50× magnification. One representative experiment of three is shown; (C) BL6-10 tumor cells cultured under ground conditions (1 g) and SMG (µg) for 24 h were stained with Annexin V-FITC and propidium iodide (PI), and then analyzed by flow cytometry. Data represent the mean ± SD of three independent experiments. * p < 0.05 versus different groups.
As mentioned earlier, nuclear positioning has been shown to be regulated by various factors, including the cytoskeleton and nucleoskeleton and nuclear envelope protein complexes [16] . Therefore, to assess whether SMG affects nuclear positioning, we examined nuclear envelop proteins (NEPs) by fluorescence microscopy and Western blotting analyses. We demonstrated that SMG significantly reduced the expression of NEPs (lamin A, emerin, sun1, and nesprin3) on the nuclear membrane by fluorescence microscopy ( Figure 6A ) and in the cell lysates by Western blotting (Figure 6B ), compared to those in cells under the 1 g condition. Our data indicate that SMG alters nuclear positioning via down-regulation expression of NEPs. Since nuclear positioning has been shown to affect ERK1/2 signaling [17, [28] [29] [30] , we assessed whether SMG affects ERK1/2 signaling in cells under SMG. We showed that SMG significantly inhibited phosphorylation of ERK1/2 (T202/Y204) under SMG compared to the control 1 g condition ( Figure 6C ). Therefore, to assess whether SMG affects nuclear positioning, we examined nuclear envelop proteins (NEPs) by fluorescence microscopy and Western blotting analyses. We demonstrated that SMG significantly reduced the expression of NEPs (lamin A, emerin, sun1, and nesprin3) on the nuclear membrane by fluorescence microscopy ( Figure 6A ) and in the cell lysates by Western blotting ( Figure  6B ), compared to those in cells under the 1 g condition. Our data indicate that SMG alters nuclear positioning via down-regulation expression of NEPs. Since nuclear positioning has been shown to affect ERK1/2 signaling [17,28-30], we assessed whether SMG affects ERK1/2 signaling in cells under SMG. We showed that SMG significantly inhibited phosphorylation of ERK1/2 (T202/Y204) under SMG compared to the control 1 g condition ( Figure 6C ). pathway. (A) BL6-10 cells cultured for two days at 1 g, µg, or µg + CNF1 in a Lab-Tek1 II Chamber Slide TM System were fixed with paraformaldehyde, and subsequently incubated with indicated antibodies and then incubated with FITC-labeled secondary antibodies, and observed by confocal microscopy (300× magnification). One representative experiment of three is shown; (B,C) Lysates prepared from BL6-10 cells cultured for two days at 1 g, µg, or µg + CNF1 were subjected to SDS-PAGE analysis. Proteins were transferred onto PVDF membranes and blotted with indicated antibodies. Western blot band signals were quantified by chemiluminescence. Densitometric values were normalized to matching GAPDH controls. Data represent the mean ± SD of three independent experiments. * p < 0.05 versus different groups.
CNF1 Restores SMG-Induced Cellular Morphology and Molecular Signaling Events
Since toxin CNF1 from Escherichia coli has been found to increase cell focal adhesions via activation of FAK [22] and to activate Rho family members (RhoA, Rac1, and Cdc42) [31, 32] , we assessed whether CNF1 is able to rescue the observed SMG-induced effects on cellular morphology and molecular signaling. Interestingly, our experiments did show that CNF1 (i) restored focal adhesions ( Figure 7A) ; (ii) enhanced FAK/RhoA signaling ( Figure 7B ) and RhoA activity ( Figure 7C) ; (iii) activated the mTORC1/NF-κB pathway by up-regulation of mTORC-comprising Raptor and Figure 6 . Simulated microgravity decreases nuclear positioning and down-regulates the ERK1/2 pathway. (A) BL6-10 cells cultured for two days at 1 g, µg, or µg + CNF1 in a Lab-Tek1 II Chamber Slide TM System were fixed with paraformaldehyde, and subsequently incubated with indicated antibodies and then incubated with FITC-labeled secondary antibodies, and observed by confocal microscopy (300× magnification). One representative experiment of three is shown; (B,C) Lysates prepared from BL6-10 cells cultured for two days at 1 g, µg, or µg + CNF1 were subjected to SDS-PAGE analysis. Proteins were transferred onto PVDF membranes and blotted with indicated antibodies. Western blot band signals were quantified by chemiluminescence. Densitometric values were normalized to matching GAPDH controls. Data represent the mean ± SD of three independent experiments. * p < 0.05 versus different groups.
Since toxin CNF1 from Escherichia coli has been found to increase cell focal adhesions via activation of FAK [22] and to activate Rho family members (RhoA, Rac1, and Cdc42) [31, 32] , we assessed whether CNF1 is able to rescue the observed SMG-induced effects on cellular morphology and molecular signaling. Interestingly, our experiments did show that CNF1 (i) restored focal adhesions ( Figure 7A) ; (ii) enhanced FAK/RhoA signaling ( Figure 7B ) and RhoA activity ( Figure 7C) ; (iii) activated the mTORC1/NF-κB pathway by up-regulation of mTORC-comprising Raptor and Rictor and mTORC1-regulated pS6K (S235), and pNF-κB (S337) and pNF-κB-regulated Bcl2 ( Figure 7B) ; and (iv) switched cellular localization of FITC-pNF-κB (S337) (green) from the cytoplasm to the nucleus (DAPI, blue) ( Figure 7D ) in cells under SMG. In addition, CNF1 also (i) restored the formation of NEPCs ( Figure 6A) ; (ii) up-regulated the expression of NEPs (lamin-A, emerin, sun1, and nesprin-3) ( Figure 6B) ; and (iii) activated the ERK1/2 pathway in cells under SMG ( Figure 6C ). Finally, we performed experiments to assess whether CNF1 affects SMG-enhanced cell apoptosis, and found that administration of CNF1 significantly reduced SMG-enhanced apoptosis in cells under SMG ( Figure 7E) . Together, our data shows that CNF1 restores focal adhesions and NEPCs and activates FAK/RhoA, mTORC1/NF-κB, and ERK1/2 pathways, leading to reduced apoptosis in cells under SMG. Rictor and mTORC1-regulated pS6K (S235), and pNF-κB (S337) and pNF-κB-regulated Bcl2 ( Figure  7B) ; and (iv) switched cellular localization of FITC-pNF-κB (S337) (green) from the cytoplasm to the nucleus (DAPI, blue) ( Figure 7D ) in cells under SMG. In addition, CNF1 also (i) restored the formation of NEPCs ( Figure 6A ); (ii) up-regulated the expression of NEPs (lamin-A, emerin, sun1, and nesprin-3) ( Figure 6B) ; and (iii) activated the ERK1/2 pathway in cells under SMG ( Figure 6C ). Finally, we performed experiments to assess whether CNF1 affects SMG-enhanced cell apoptosis, and found that administration of CNF1 significantly reduced SMG-enhanced apoptosis in cells under SMG ( Figure 7E) . Together, our data shows that CNF1 restores focal adhesions and NEPCs and activates FAK/RhoA, mTORC1/NF-κB, and ERK1/2 pathways, leading to reduced apoptosis in cells under SMG. . Densitometric values were normalized to the GAPDH control; (C) RhoA activity analysis. BL6-10 cells were cultured for three days at 1 g, µg, and µg + CNF1 and were subjected to RhoA activity assay by using G-LISA RhoA Activation Assay Biochem kit. Data represent the mean ± SD of three independent experiments; (D) BL6-10 cells cultured for three days at 1 g or µg in a Lab-Tek1 II Chamber Slide TM System were fixed with paraformaldehyde, and subsequently incubated with anti-p-NF-κB (S337) (green) antibody and then incubated with FITC-labeled goat-antirabbit secondary antibody. Slides were covered using Prolong Gold Antifade Reagent with DAPI (blue) and observed by confocal microscopy. Panels (a-c) using 20× magnification; panels (d-f) using 50× magnification; (E) BL6-10 tumor cells cultured under ground conditions (1 g) or SMG (µg) and SMG (µg) + CNF1 for one day were stained with Annexin V-FITC and propidium iodide (PI), and then analyzed by flow cytometry. * p < 0.05 versus different groups. One representative experiment of three is shown. Blots were stained with various antibodies and analyzed by chemiluminescence. Bands were qualified using Imaging Lab software (Bio-Rad). Densitometric values were normalized to the GAPDH control; (C) RhoA activity analysis. BL6-10 cells were cultured for three days at 1 g, µg, and µg + CNF1 and were subjected to RhoA activity assay by using G-LISA RhoA Activation Assay Biochem kit. Data represent the mean ± SD of three independent experiments; (D) BL6-10 cells cultured for three days at 1 g or µg in a Lab-Tek1 II Chamber Slide TM System were fixed with paraformaldehyde, and subsequently incubated with anti-p-NF-κB (S337) (green) antibody and then incubated with FITC-labeled goat-anti-rabbit secondary antibody. Slides were covered using Prolong Gold Antifade Reagent with DAPI (blue) and observed by confocal microscopy. Panels (a-c) using 20× magnification; panels (d-f) using 50× magnification; (E) BL6-10 tumor cells cultured under ground conditions (1 g) or SMG (µg) and SMG (µg) + CNF1 for one day were stained with Annexin V-FITC and propidium iodide (PI), and then analyzed by flow cytometry. * p < 0.05 versus different groups. One representative experiment of three is shown.
Discussion
Studies showed that SMG altered tumor cell cytoskeleton structure [13, 19, 20] . However, its molecular mechanism is not well known. In this study, we investigated the effect of SMG on the alteration of BL6-10 cell cytoskeleton structure. We demonstrate that SMG alters the cell cytoskeleton by losing most stress fibers and lamellipodia, consistent with our previous report [2] . To assess the formation of cell focal adhesions, we stained the cells on chamber slides cultured under 1 g or µg conditions with an antibody against paxillin (a focal adhesion-associated adaptor protein), followed by observation under a fluorescein microscope. Interestingly, we find that SMG significantly reduces the formation of cell focal adhesions leading to the inhibition of the FAK/RhoA pathway, the critical molecular signal controlling the cytoskeleton [10] , and inhibits the mTORC2 pathway regulating the cytoskeleton structure via controlling RhoA [33] [34] [35] [36] . Our data, thus, clearly indicates that SMG-induced cytoskeletal alterations result from SMG-inhibited FAK-regulated RhoA as well as SMG-inhibited PI3K-regulated mTORC2 [37] .
Successful cell apoptosis is coordinated by caspases, a family of cysteine proteases, cleaving cell proteins by targeting aspirate residues [38] . Two major pathways were associated with cell apoptosis, the intrinsic pathway and the extrinsic pathway, which activate the apoptosis initiators caspases 8 and 9 [39] , the former induced by cell stresses is regulated by Bcl-2 family members, such as antiand pro-apoptotic molecules, while the latter was induced by the ligation of extracellular "death" molecules, such as TNF-α or Fas, with their cognate membrane receptors (TNFR and FasL) [40] . SMG was reported to induce cell apoptosis via up-and down-regulated expression of pro-apoptosis and anti-apoptosis molecules [3, 4] . We previously showed that SMG promoted cell apoptosis through suppressing the NF-κB pathway, leading to up-and down-regulated pro-apoptosis (caspases 3, 7, 8) and anti-apoptosis (Bcl2 and Bnip3) molecules [2] . However, the up-stream molecules regulating the NF-κB-regulated anti-apoptosis effect in cells under SMG condition is still unclear.
Multiple pathways regulate the formation of cell apoptosis, including mTORC, NF-κB, and ERK1/2 [6] . SMG was reported to inhibit cell focal adhesions [19] . However, the significance of SMG-induced inhibition of focal adhesions was not elucidated. We have recently demonstrated that SMG reduced focal adhesions leading to the inhibition of the FAK/RhoA and mTORC1 pathways [22] . In this study, we confirm our above findings that SMG inhibits the formation of focal adhesions and suppresses the FAK and FAK-regulated RhoA family member (RhoA, Rac1, and Cdc42) signaling, as well as suppresses the RhoA-controlled mTORC1 (S6K and EIF4E) pathway. It has been reported that mTORC1 regulates NF-κB controlling cell apoptosis via up-regulation of the anti-apoptosis Bcl2 molecule [26] , while SMG inhibits the NF-κB pathway [41] . We assume that SMG-induced apoptosis may be derived from the SMG-inhibited FAK/RhoA-regulated mTORC1/NF-κB pathway. To address this assumption, we assessed the expression of the mTORC1/NF-κB pathway-related molecules in cells under SMG. We demonstrate that SMG down-regulates expression of not only the mTORC1 pathway-related pS6K (S235) and pEIF4E (S209), but also the NF-κB pathway-related pNF-κB (S337) and Bcl2. In addition, SMG also switches cellular localization of pNF-κB (S337) from the nucleus to the cytoplasm. Furthermore, we demonstrate that rapamycin, the inhibitor of mTORC1, also promotes apoptosis via down-regulation of the mTORC1/NF-κB pathway in cells under 1 g conditions. Taken together, our data indicate that SMG promotes cell apoptosis via down-regulation of the mTORC1/NF-κB pathway.
To confirm the above findings, we performed SMG studies using CNF1, a broad-spectrum activator of FAK and Rho proteins [22, 31, 32] . In this study, we demonstrate that the CNF1 toxin reduces apoptosis in cells under SMG. We also show that CNF1 activates the upstream signaling (FAK and RhoA) of the mTORC1 pathway and is capable of converting the SMG-induced reduction of cell focal adhesions and SMG-induced FAK/RhoA-regulated inhibition of the mTORC1/NF-κB pathway. Therefore, our data confirm that SMG reduces focal adhesions, leading to enhanced cell apoptosis via suppressing the FAK/RhoA-regulated mTORC1/NF-κB pathway ( Figure 8 ).
The nuclear envelope is a double-layer membrane separating nuclear chromatin from the cytoplasm, thereby conferring regulation of gene expression and DNA replication [42] . The outer nuclear membrane (ONM) is contiguous with the cytoplasmic reticulum, while the inner nuclear membrane (INM) contains unique integral NEPs (such as sun1, emerin, lamin A) linking a network of nuclear lamins, called the nucleoskeleton (intermediate filaments), that underlies the INM in the nucleoplasm, and links the cytoskeleton in the cytoplasm through the nuclear envelope connectors (such as nesprins) [16] . NEPs that comprise both nuclear envelope proteins and connectors play an important role in the regulation of nuclear positioning, which affects cytoplasmic signaling pathways [17, 18, 28, 29, 43, 44] . In this study, we, for the first time, demonstrate that SMG inhibits the expression of NEPs (sun1, emerin, lamin A, and nesprins), and alters nuclear positioning. It has been demonstrated that FAK controls cell survival and mediates cell apoptosis via the ERK1/2 signaling pathway [14] , and alteration of nuclear positioning also regulates ERK1/2 [16] . In this study, we assessed whether SMG reduced FAK activity and altered nuclear positioning affected ERK1/2 signaling. Our experiments show that SMG reduces the phosphorylation of ERK1/2 (T202/Y204). Therefore, our data indicate that SMG reduces focal adhesions and promotes cell apoptosis via down-regulation of NEPs and alteration of nuclear positioning leading to down-regulation of the ERK1/2 pathway. , that underlies the INM in the nucleoplasm, and links the cytoskeleton in the cytoplasm through the nuclear envelope connectors (such as nesprins) [16] . NEPs that comprise both nuclear envelope proteins and connectors play an important role in the regulation of nuclear positioning, which affects cytoplasmic signaling pathways [17, 18, 28, 29, 43, 44] . In this study, we, for the first time, demonstrate that SMG inhibits the expression of NEPs (sun1, emerin, lamin A, and nesprins), and alters nuclear positioning. It has been demonstrated that FAK controls cell survival and mediates cell apoptosis via the ERK1/2 signaling pathway [14] , and alteration of nuclear positioning also regulates ERK1/2 [16] . In this study, we assessed whether SMG reduced FAK activity and altered nuclear positioning affected ERK1/2 signaling. Our experiments show that SMG reduces the phosphorylation of ERK1/2 (T202/Y204). Therefore, our data indicate that SMG reduces focal adhesions and promotes cell apoptosis via downregulation of NEPs and alteration of nuclear positioning leading to down-regulation of the ERK1/2 pathway. The cytoskeleton alteration has been reported to induce cell apoptosis [45] . Especially, the dynamics of actin and the expression of ABPs (such as down-and up-regulation of F-actin filamin-A and ABP TM1) directly affecting mitochondrial membrane permeabilization and caspase activation make a significant contribution to apoptosis [23] . The mTORC2 signaling has been reported to alter the cytoskeleton structure via suppressing Rho GTPases with a regulatory effect on the expression of ABPs [30] . In this study, we also assessed whether SMG affects the expression of ABP TM1 [46] and F-actin filamin-A [47] , and whether SMG affects the mTORC2 pathway. We demonstrate that SMG down-and up-regulates the expression of F-actin filamin-A and ABP TM1, respectively, which is consistent with its promotion of apoptosis [23] , and suppresses the mTORC2 pathway in cells under SMG, indicating that SMG promotes cell apoptosis via altered cytoskeleton-induced alteration of actin dynamics and the suppression of the PI3K-regulated mTORC2 pathway.
To confirm the above findings, we performed SMG studies using the FAK/RhoA activator CNF1 [31, 32] in cells under SMG. We demonstrate that administration of CNF1 not only restores SMGaltered nuclear positioning by up-regulation of NEPs and SMG-inhibited ERK1/2 pathway, but also restores SMG-altered actin dynamics by down-regulation of ABP TM1 and up-regulation of the actin filamin-A, and that SMG inhibited the mTORC2 pathway in cells. Therefore, our data confirm that The cytoskeleton alteration has been reported to induce cell apoptosis [45] . Especially, the dynamics of actin and the expression of ABPs (such as down-and up-regulation of F-actin filamin-A and ABP TM1) directly affecting mitochondrial membrane permeabilization and caspase activation make a significant contribution to apoptosis [23] . The mTORC2 signaling has been reported to alter the cytoskeleton structure via suppressing Rho GTPases with a regulatory effect on the expression of ABPs [30] . In this study, we also assessed whether SMG affects the expression of ABP TM1 [46] and F-actin filamin-A [47] , and whether SMG affects the mTORC2 pathway. We demonstrate that SMG down-and up-regulates the expression of F-actin filamin-A and ABP TM1, respectively, which is consistent with its promotion of apoptosis [23] , and suppresses the mTORC2 pathway in cells under SMG, indicating that SMG promotes cell apoptosis via altered cytoskeleton-induced alteration of actin dynamics and the suppression of the PI3K-regulated mTORC2 pathway.
To confirm the above findings, we performed SMG studies using the FAK/RhoA activator CNF1 [31, 32] in cells under SMG. We demonstrate that administration of CNF1 not only restores SMG-altered nuclear positioning by up-regulation of NEPs and SMG-inhibited ERK1/2 pathway, but also restores SMG-altered actin dynamics by down-regulation of ABP TM1 and up-regulation of the actin filamin-A, and that SMG inhibited the mTORC2 pathway in cells. Therefore, our data confirm that SMG alters the cytoskeleton and nuclear positioning leading to enhanced apoptosis via suppressing the FAK/RhoA-regulated ERK1/2 and mTORC2 pathways (Figure 8) .
The aerospace microgravity has been demonstrated to inhibit tumor cell proliferation and metastasis [48] , promote cell apoptosis [3, 4] , and suppress osteoblastic differentiation and mineralization leading to bone loss [49] . However, the underlying mechanisms for these observations are not clearly understood. We, for the first time, have demonstrated that SMG significantly inhibits cell focal adhesions and FAK/RhoA activity, and elucidated that SMG reduces tumor cell proliferation and metastasis via suppressing the FAK/RhoA-controlled mTORC1 pathway [22] . In this study, we further demonstrate that SMG also promotes cell apoptosis through abrogation of cell focal adhesions leading to the suppression of FAK/RhoA-controlled mTORC1/NF-κB and ERK1/2 pathways. We, therefore, assume that the FAK/RhoA regulatory network may be important in other SMG-induced physiological alterations, such as SMG-induced bone loss [49] , often seen in rheumatoid arthritis [50] . To assess this assumption, we are currently conducting similar SMG experiments using the MC3T3 pre-osteoblast cell line [49] in our laboratory.
Taken together, our data reveal a new molecular mechanism for SMG-related studies, that SMG reduces focal adhesion complexes and alters the cytoskeleton and nuclear positioning leading to enhanced cell apoptosis via suppressing FAK/RhoA-regulated mTORC1/NF-κB and ERK1/2 pathways. Thus, the FAK/RhoA regulatory network may become an important target for development of new therapeutics for humans under the spaceflight environment with stressed physiological challenges and for other human diseases.
Materials and Methods
Cells, Antibodies, and Reagents
BL6-10, which is a highly lung-metastatic B16 melanoma cell line [22] , and showed enhanced cell apoptosis under SMG [2] , was maintained in α-MEM medium supplemented with 10% fetal calf serum (FCS). Rabbit antibodies against Raptor and Rictor were purchased from Thermo Fisher Scientific (Rockford, IL, USA). Rabbit antibodies against RhoA and Rac1 were purchased from Santa Cruz Biotechnology (Dallas, TX, USA). Rabbit antibodies against Cdc42, FAK, phosphor-FAK (pFAK; Y397), pS6K (S235), pERK1/2 (T202/Y204), pNF-κB (S337), and Bcl2 were obtained from Cell Signaling Technology (Boston, MA, USA). Rabbit antibodies against paxillin, vinculin, lamin-A, emerin, sun1, filament-A, nesprin-3, and tropomyosin-1 (TM1) were obtained from Abcam Inc. (Cambridge, MA, USA). FITC-labeled phalloidin was purchased from Sigma-Aldrich (St. Louis, MO, USA). FITC-Annexin V Apoptosis Detection kit II was purchased from BD Pharmingen™ (Toronto, ON, Canada). Toxin cytotoxic necrotizing factor-1 (CNF1), which activates both FAK and RhoA [22, 31, 32] , was obtained from Harald Genth, Hannover Medical School, Hannover, Germany [31] . FITC-conjugated goat anti-rabbit (ZF-0314) secondary antibody specific for primary antibodies were purchased from ZSGB-Bio Inc. (Beijing, China). The Prolong1gold Antifade Reagent with DAPI was obtained from Life technologies Inc. (Carlsbad, CA, USA). The mTORC inhibitor rapamycin was purchased from SelleckchemInc (Houston, TX, USA).
Clinostat of Simulated Microgravity
The SMG environment [2, 22] is modeled by the random positional machine (RPM), which is a three-dimensional clinostat manufactured by the Center for Space Science and Applied Research, Chinese Academy of Sciences (Beijing, China). The RPM consists of two independent rotating frames, an inner frame and an outer frame. Both frames can rotate randomly in three-dimensions with changes in the acceleration and direction of the samples over time, resulting in randomization of the gravitational vector, low fluid shear stress, and three-dimensional spatial freedom. The angular velocity of the rotation is at a speed of 30 • /s. To examine the gravitational effect, BL6-10 tumor cells were transferred into T25 culture flasks or chamber culture slides (Nalge Nunc International Inc., Rochester, NY, USA), and grown for 24 h, allowing cell to attach to the culture flasks or chamber slides. Cells were then cultured for one to two days at 37 • C in a CO 2 incubator under ground conditions (1 g) or on the clinostat under SMG conditions (µg) with the chambers or flasks filled up with 37 • C warm culture medium [2] . To assess the effect of CNF1, we added CNF1 (30 ng/mL) to BL6-10 cells [31, 32] under SMG.
Fluorescent Microscopy
For microtubule immunofluorescence staining, after removing the medium, BL6-10 cells were washed twice with PBS, fixed in 4% paraformaldehyde at room temperature for 15 min. After washing twice with PBS, the cells were permeabilized in PBS containing 0.5% Triton X-100 for 10 min and blocking in 1% BSA in PBS at room temperature for 30 min. The cells were incubated with 1:25 monoclonal anti-β-tubulin-FITC diluted in PBS containing 1% BSA for 1 h in dark at room temperature. For microfilament fluorescence staining, the permeabilized cells were incubated with 1:20 FITC-labeled phalloidin diluted in PBS for 30 min in the dark at room temperature. For measurement of cell focal adhesions, chamber slides were used to grow BL6-10 cells (Nalge Nunc International Inc.), and the permeabilized cells were incubated with anti-paxillin or anti-vinculin antibody (1:100 diluted in PBS) containing 1% BSA for 24 h at 4 • C overnight, followed by using FITC-and PE-labeled anti-rabbit antibody, respectively. After rinsing three times with PBS, plastic chambers were removed, and slides covered with cover slips for fluorescence microscopy [2] .
Western Blotting Analysis
Cells were harvested and washed twice in ice-cold PBS, then lysed in lysis buffer containing 1% NP40, 0.5% sodium deoxycholate, and 0.1% SDS in PBS, supplemented with protease and phosphatase inhibitors, for 30 min on ice with gentle stirring. The lysates were centrifuged and the supernatant was collected. For Western bloting, 30-50 µg total protein sample was loaded into each well of the 10% SDS-PAGE gel. After electrophoresis, samples were electrotransferred onto a 0.22 µm polyninylidene fluoride (PVDF) membrane (Millipore, Middlesex County, MA, USA). After blocking with 5% skimmed milk powder in TBST (pH 7.4, TBS with 0.1% Tween-20), membranes were incubated with various primary antibodies overnight in 4 • C. After washing, blots were incubated with suitable secondary antibodies conjugated to horseradish peroxidase. The protein bands developed with horseradish peroxidase developer solution were quantified using chemiluminescence [2] . Glyceraldehyde 3-phosphate dehydrogenase (GAPDH) was used as the internal reference.
Confocal Microscopy
BL6-10 cells were seeded into wells of a Lab-Tek1 II Chamber Slide System (Nalge Nunc International Inc.). After BL6-10 cells were cultured in α-MEM with 10% FBS under 1 g for 24 h. The chambers were filled with the above culture medium to avoid the presence of air bubbles, sealed, placed at the center of the inner frame, and then clinorotated at 37 • C for 24 h in a CO 2 incubator. The control cells (1 g) were just placed in the incubator. For pNF-κB (S337) staining, BL6-10 cells were washed twice with PBS, the cells were permeabilized in PBS containing 0.5% Triton X-100 for 10 min and blocked in 1% BSA in PBS at room temperature for 30 min. The cells were incubated with rabbit anti-pNF-κB (S337) antibody containing 1% BSA for 2 h, and then incubated with FITC-labeled goat-anti-rabbit secondary antibody for 1 h in the dark at room temperature. After rinsing three times with PBS, the slides were covered with Prolong Gold Antifade Reagent with DAPI and observed by confocal microscopy [2] .
